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BHENEEA ( Single—cell Sequencing ) 2RILAXSEMAAYERIE ., FNERHE. BRENERA
FHEZERHTUFEDAIRA . HEIBTENMRRIEERENS FHHE, KT ERUFEARESNEF
(Bulk sequencing) HISIR, BEETAMSEN . BIERKBHEHRAIFENMBIE . 24T, MREFERER
ZHRRYSEERER.

TEFERESF (Spatial Transcriptomics ) RIHIN, FIAIREESEMBTMAMAERN . T, MLEEEE
RUARARMIMNEIRTHE, FATEERERSEHE AKX S NEEREREREARAKERIFREER, 15
AR AR EMESER @S hLAR AEEHARREE R, FHTETRARXIFHIERZIAELS, MIN6E
EE, RETENTIERABERETIIESRE . TRRBESHNERGRITNEERN, LARSERRIIEEXR
WEMAMRRNEXREER, BRICH ZHNATEELRBIG . HERZE . KEENFERSHARITL.

CTCs, CSCs,
LSCs

Immue cell
programs fs e
P

ti Spatial
ution of | expression
ferent cell patterns of
specific genes
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Heterogeneity

R EARARTE AT AR
(>zEfskiE: DOI:10.1186/S12943024-02040-9.)
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NE®H: Cancer-associated fibroblast spatial heterogeneity and EMILIN1 expression in the tumor mi-

croenvironment modulate TGF— activity and CD8+ T—cellinfiltration in breast cancer

&ZXHBFU: Theranostics (IF: 13.3)

AzRATiE): 202452824H

IR FLARE

AR PMIENFE. SERFENSERERE

BEAIMR:
EHIRNA-seqBIEsE: 260IZLEREREAR + 8FICAFEEFEALTEIRESE (Wuetal. # Kieffer etal. )
SESEREEA: 1061 (ABFEER + BRIAFHER )

DOI: 10.7150/thno.90627

A A C1 1160920F
Endo
o " .
- o Reference tissue S+G2M phase scores Reference tissue S+G2M phase scores
v X 100 ] label 100 T Iabel :
104 PVL L @ cancerlnSitu @5 score adipose
Cancer g ¥ 75 ® immCancert 751 . ‘<4 w10 artefact
&\ = | ® immcancer2 0 . (l;aé\lTSrupLympn
A > 501- ® invCancert > 50 : ) >
N . 4> 2 : o inCancer2 00 s
£ ai»u 25 ® invCancer3 251 5F R * nGlandLymph
=] “3 & 7 @ invCancer4 R stroma
~ W ol; @ unknown o « unknown o :
. 20 30 40 50 60 20 30 40 50 60 S % % G 2
cAF < & x ) x . x
10 Cancer Cycling Macrophage Cancer Cycling Macrophage
: 100 100 o T S - T
Pret o 100 )
o 5 o6 5 1 sore  7° ~$\;§ score score score
- L B -~ innnilLl he e i
© Wu myCAF like ® Monocyte e Tt 00 [ 90 LA
© WuiCAF like ® Macrophage 25 '_3 -2 h
® Acto-myCAF ® NKT cells A v £
® IFNaB-myCAF ® NKcells ol ol ke 0 clahaia - 047" s i
® IFNy-iCAF ® Cycling T-cells 20 30 40 50 60 20 30 40 50 60 0 20 40 60 80 0 20 40 60 80
© Wound-myCAF © T cells CD4+ X X X X
TGFB-myCAF ® T cells CD8+
® IL-iCAF ® Plasmablasts T cells CD8+ T cells CD8+
® Detox-iCAF ® B cells Naive 100 YR} e -
® ECM-myCAF ® B cells Memory 32 - i . ; I oo matrix_9
® Cycling PVL ® Cancer LumA SC 75 1 100 R 1
® PVL Immature ® Cancer Basal SC L sc‘;’e Cancer Cycling i0_5 .| Cancer Oycing '0_5
© PVL Differentiated ® Cancer LumB SC > 50 o B Macrophage 0 > |B Macrophage 0
© Endothelial Lymphatic LYVE1 ® Cancer Her2 SC - 3 T cells CD8+ 5044 B T cens cos+
Endothelial CXCL12 @ Cancer Cycling 0 s 298 & =05 -05
® Endothelial RGS5 Mature Luminal 2 L = a £ 8 § -1 -1
Endothelial ACKR1 ® Luminal Progenitors 5 @ 3 82 p SR 2
e DCs Myoepithelial 0 g §8 o
@ Cycling_Myeloid 20 30 40 50 60 & -
x
T
pra—r=4|

FARES T PR RNANFEGE, EEERELME, FEE 75 MUIREF ARG HTREEW (
IHC ) FagefEsst (IF ) Hfr, HESIRRIGIBIESE, EMILINY fENFESNEinS aF e ey it T3
B,

O BExssmE RNA U (scRNA-seq ) SEEEEREBRA (Visium ) &5, #23LEE (BC) MYERER
1% (TME ) ROZBREENE

QBEREEEMILINT (SEEAHTEREERRAT ) HTCF- B (FSHXEINFIET;

OmEHEe: e “E¥pde” mik “‘CAFIE .

03
...,



otrs 1N
DRI g it

4 ) G
SCRNA-seq: & 26 FIZLER =EEFRA (10x Visium) : 4 e
EEAEAREIIRAN 8 fBHEARY BIFFREA+6 BIATHRER ERRET
18,000+CAF %2 (GSE176078)
- J \
( \ ( A4
1T AR S R AN GO £
\ J \
3 - g
Efi CAF TLE¥H
N J

CD8'T ‘HifIE Mg E =%
FHRIETE X,

v v

=EES ERERFRAD

I |
I

TRIEEERE: EMILINI

BRI T 52 BC &= EBREMAEE EMILINT 72 75 I BC BE
L FOEARES CDS T MIEIIER
EMILINt SRABEDEFHESER

I

CAFsH=s[ESEEEIT EMILIN1-TGF-B i@ e ailEItirs, 15 CDST
MHESE, HIBERERTTIZEIRM TIEE CAF a5 AR TSRS




2 B Ao S0 TR

)4 g PAS&ERRIFRIFIE

NEH: Single—cell and spatial transcriptomics reveal alterations in trophoblasts at invasion sites and
disturbed myometrialimmune microenvironment in placenta accreta spectrum disorders
&EZRHBF): Biomarker Research (IF: 11.5)
AZ=RATiE): 20245683H
fsERdsR: BRREAIEER (PAS)
FARER: pAiENE. 10X VisiumZS[afEREFNZ BRRRTE
BEAIMR:
PAS BEEABA: 74 (ST: 34l; scRNA-seq: 441)
PAS HENR&ER (X388) : 341 (ST: 14l; scRNA-seq: 24 )
fZERANE (R3BB) : 5 (ST: 14l; scRNA-seq: 2#I+2 FIBEFHZT )
DOI: 10.1186/s40364-024-00598-6
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NEB: POSTN*cancer—associated fibroblasts determine the efficacy of immunotherapy in hepato-
cellular carcinoma

AFRHIT: Journal for ImmunoTherapy of Cancer (IF: 10.6)
EXRAdiE: 2024578278

fERdsR: FT4RRESEE (HCC)

FEARER: ppENR. EERENS R

BEARIE:

scRNA-seq: 220l ( #&6 MHEIRESE )
TiEERA: 1 3FEMFTEEAR + 8flRZaFEEEAR [ Wuetal. (B#HEEA ) K Liuetal. (5BIFTRIE
& +3BIREE ) |
DOI: 10.1136/jitc—2023—-008721
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NEFTRGEOELEIEFRIE: GSE14520
TCGA-LIHCTEZEUESRIE: hitps://www.cancerimagingarchive.net/collection/tcga—linc/
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MNE®B: Spatial and single—cell transcriptomics decipher the cellular environment containing HLA-G+
cancer cells and SPP1* macrophages in colorectal cancer
ESHATI: CellReports (IF: 6.9)
AZ=RASiE: 20235F1518H
v LR
FEARSERY: N4 scRNA-seq #IESF. 10x VisumZ B REBINZ BEE
BEAIMR:
24 scRNA-seq#ilfE: 234ICRC &&
SESEREFE: 1 HIEXIER (ESIEERR )
DOI: 10.1016/j.celrep.2022.111929
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NEFTFTCCGAELEIERE: https:/portal.gdc.cancer.gov/
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ME®H: Multidimensional transcriptomics based to illuminate the mechanisms of taurine metabolism
inimmune resistance of pancreatic cancer
A3ZHBF: Clinical and Translational Medicine (IF: 5.9)
AZ=ASiE: 202553831H
XIS SEIFRIRIRILINEEE
sEXIsR: Bl
FARER: pAiENE. 10x VisiumZEfEREFNZ BRI
AR
scRNA-seq #iiE: 3 fIBRIRESEEEAR ( AHLEUESE GSE197177 )
TEFERAEA: 2 FIERIREELSR ( GEO: GSM65051 34/GSM65051 35)
DOI: 10.3389/fimmu.2025.1567805
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NEFTRELEERR:

GEO accession GSE197177:  https://iwww.ncbi.nim.nih.gov/geo/query/acc.cgi?acc=GSE197177
GSMB505134: https://identifiers.org/geo/GSM6505134

GSMB505135:  https://identifiers.org/geo/GSM6505135

TCGAEIER: https://portal.gdc.cancer.gov/
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